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SEQUENCE LISTING 

<110> Clark, Janet 

Rohxer, Susan P. 
Alves, Stephen E. 

<120> Tryptophan Hydroxylase Assay 



<130> 21226Y 
<160> 9 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 265 

<212> DNA 

<213> Mus Musculus 

<220> 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Isolate P815 Mouse Mastocytoma cell line, strain 
DBA, ATCC Deposit No. TIB-64 

<400> 1 

tacacatcga gtcccggaaa tcaaagcaaa gaaattcaga atttgagata tttgttgact 60 

gcgacatcag ccgagaacag ttgaatgaca tcttccccct gctgaagtcg cacgccaccg 120 

tcctctcggt ggactcgccc gatcagctca ctgcgaagga agacgttatg gagactgtcc 180 

cttggtttcc aaagaagatt tctgacctgg acttctgcgc caacagagtg ctgttgtatg 240 

gatccgaact tgacgccgac caccc 265 

<210> 2 
<211> 265 
<212> DNA 

<213> Rattus Rattus 
<400> 2 

tacatattga gtcccggaaa tcgaagcgaa gaaactcaga atttgagatt tttgtggact 60 
gcgacatcaa ccgagaacag ctgaatgaca tcttccccct gctaaagtcc cacaccacgg 120 
tcctctctgt ggactcgccc gatcagctcc ctgaaaagga agatgttatg gagactgtcc 180 
cttggttccc aaagaagatt tctgacctgg acttctgcgc caacagagtg ctgttgtacg 240 
gatccgaact cgacgcggac cactg 265 

<210> 3 

<211> 265 

<212> DNA 

<213> Homo Sapiens 

<400> 3 

tacatatcga gtcccgaaaa tcaaaaagaa gaaactcaga atttgagatt tttgttgact 60 

gtgacatcaa cagagaacaa ttgaatgata tttttcatct gctgaagtct cataccaatg 120 

ttctctctgt gaatctacca gataatttta ctttgaagga agatggtatg gaaactgttc 180 

cttggtttcc aaagaagatt tctgacctgg accattgtgc caacagagtt ctgatgtatg 240 

gatctgaact agatgcagac cactg 265 

<210> 4 
<211> 1732 
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<212> DNA 

<213> Mus Musculus 

<220> 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Isolate P815 Mouse Mastocytoma cell, strain DBA 
ATCC deposit No. TIB-64 

<400> 4 

gagtgggtga gtgggatagc ccctccctgg gacatcggat cagaagactc ccagcaagga 60 

cgggatcaac ttctagtagg aaccagattc accatgattg aagacaacaa ggagaacaaa 120 

gagaacaaag accattcctc cgaaagaggg agagtgactc tcatcttctc cttggagaat 180 

gaagtcggag gactcataaa agtgctgaaa atcttccagg agaatcatgt gagcctgtta 240 

cacatcgagt cccggaaatc aaagcaaaga aattcagaat ttgagatatt tgttgactgc 300 

gacatcagcc gagaacagtt gaatgacatc ttccccctgc tgaagtcgca cgccaccgtc 360 

ctctcggtgg actcgcccga tcagctcact gcgaaggaag acgttatgga gactgtccct 420 

tggtttccaa agaagatttc tgacctggac ttctgcgcca acagagtgct gttgtatgga 480 

tccgaacttg acgccgacca ccctggcttc aaagacaatg tctatcgtag aagacgaaag 540 

tattttgcag agttggctat gaactacaaa catggggacc ccattcccaa gattgaattc 600 

acggaagaag agattaagac ctgggggacc atcttccgag agctaaacaa actctacccg 660 

acccacgcct gcagggagta cctcagaaac ctccctttgc tctcaaaata ctgtggctat 720 

cgggaagaca acatcccgca actggaggat gtctccaact ttttaaaaga acgcactggg 780 

ttttccatcc gtcctgtggc tggttacctc tcaccgagag attttctgtc ggggttagcc 840 

tttcgagtct ttcactgcac tcagtatgtg agacacagtt cagatcccct ctacactcca 900 

gagccagaca cctgccatga actcctaggc cacgttcctc tcttggctga acccagtttt 960 

gctcaattct cccaagaaat tggcctggct tcccttggag cttcagagga gacagttcaa 1020 

aaactggcaa cgtgctactt tttcactgtg gagtttgggc tgtgcaaaca agatggacag 1080 

ctgagagtct ttggggccgg cttgctttct tccatcagtg aactcaaaca tgcactttct 1140 

ggacatgcca aagtcaagcc ctttgatccc aagattgcct gtaaacagga atgtctcatc 1200 

acgagcttcc aggatgtcta ctttgtatct gagagctttg aagatgcaaa ggagaagatg 1260 

agagaatttg ccaagaccgt gaagcgcccg tttggactga agtacaaccc gtacacacag 1320 

agtgttcagg ttctcagaga caccaagagc ataactagtg ccatgaatga gttgcggtat 1380 

gaccttgatg tcatcagtga tgccctcgct agggt caeca ggtggcccag tgtgtgatgg 1440 

tttccagtgc atatccaaaa agectttgag catcagtcta gagecaggge tagttcttgc 1500 

ttcccctgaa gaectgettg gggagggaca gcagctccca gcttagcaat gtctctcgcc 1560 

tctctccata ttcaatcact cactctctct gaaaatgeae acctggaact gcttatcttc 1620 

tacttctgtt ttgtcttctg gaacctgctg agggaaatat agttcacgtg ccacgtgatg 1680 

cccaggacac acatttaaaa tattttattt cattaaaatg taattgaatc at 1732 

<210> 5 

<211> 1344 

<212> DNA 

<213> Mus Musculus 

<220> 

<221> misc_ feature 
<222> (0) . . . (0) 

<223> Isolate P815 Mouse Mastocytoma, cell line, Strain 
DBA, ATCC, Deposit No. TIB-64 



<400> 5 



atgattgaag 
gtgactctca 
ttccaggaga 
tcagaatttg 
cccctgctga 
aaggaagacg 
tgcgccaaca 
gacaatgtct 



acaacaagga gaacaaagag 
tcttctcctt ggagaatgaa 
atcatgtgag cctgttacac 
agatatttgt tgactgegae 
agtcgcacgc caccgtcctc 
ttatggagac tgtcccttgg 
gagtgctgtt gtatggatcc 
ategtagaag acgaaagtat 



aacaaagacc attcctccga aagagggaga 
gteggaggae tcataaaagt gctgaaaatc 
atcgagtccc ggaaatcaaa gcaaagaaat 
ateagecgag aacagttgaa tgacatcttc 
tcggtggact cgcccgatca gctcactgcg 
tttccaaaga agatttctga cctggacttc 
gaacttgacg ccgaccaccc tggcttcaaa 
tttgcagagt tggctatgaa ctacaaacat 



60 
120 
180 
240 
300 
360 
420 
480 
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ggggacccca ttcccaagat tgaattcacg gaagaagaga ttaagacctg ggggaccatc 540 

ttccgagagc taaacaaact ctacccgacc cacgcctgca gggagtacct cagaaacctc 600 

cctttgctct caaaatactg tggctatcgg gaagacaaca tcccgcaact ggaggatgtc 660 

tccaactttt taaaagaacg cactgggttt tccatccgtc ctgtggctgg ttacctctca 720 

ccgagagatt ttctgtcggg gttagccttt cgagtctttc actgcactca gtatgtgaga 780 

cacagttcag atcccctcta cactccagag ccagacacct gccatgaact cctaggccac 840 

gttcctctct tggctgaacc cagttttgct caattctccc aagaaattgg cctggcttcc 900 

cttggagctt cagaggagac agttcaaaaa ctggcaacgt gctacttttt cactgtggag 960 

tttgggctgt gcaaacaaga tggacagctg agagtctttg gggccggctt gctttcttcc 1020 

atcagtgaac tcaaacatgc actttctgga catgccaaag tcaagccctt tgatcccaag 1080 

attgcctgta aacaggaatg tctcatcacg agcttccagg atgtctactt tgtatctgag 1140 

agctttgaag atgcaaagga gaagatgaga gaatttgcca agaccgtgaa gcgcccgttt 1200 

ggactgaagt acaacccgta cacacagagt gttcaggttc tcagagacac caagagcata 1260 

actagtgcca tgaatgagtt gcggtatgac cttgatgtca tcagtgatgc cctcgctagg 1320 

gtcaccaggt ggcccagtgt gtga 1344 

<210> 6 

<211> 447 

<212> PRT 

<213> Mus Mus cuius 



<400> 6 



Met 


lie 


Glu 


Asp 


Asn 


Lys 


Glu 


Asn 


Lys 


Glu 


Asn 


Lys 


Asp 


His 


Ser 


Ser 


1 








5 










10 










15 




Glu 


Arg 


Gly 


Arg 
20 


Val 


Thr 


Leu 


He 


Phe 
25 


Ser 


Leu 


Glu 


Asn 


Glu 
30 


Val 


Gly 


Gly 


Leu 


He 


Lys 


Val 


Leu 


Lys 


He 


Phe 


Gin 


Glu 


Asn 


His 


Val 


Ser 


Leu 




35 








40 










45 








Leu 


His 
50 


He 


Glu 


Ser 


Arg 


Lys 
55 


Ser 


Lys 


Gin 


Arg 


Asn 
60 


Ser 


Glu 


Phe 


Glu 


lie 


Phe 


Val 


Asp 


Cys 


Asp 


He 


Ser 


Arg 


Glu 


Gin 


Leu 


Asn 


Asp 


He 


Phe 


65 










70 










75 










80 


Pro 


Leu 


Leu 


Lys 


Ser; 


His 


Ala 


Thr 


Val 


Leu 


Ser 


Val 


Asp 


Ser 


Pro 


Asp 








85 










90 










95 




Gin 


Leu 


Thr 


Ala 
100 


Lys 


Glu 


Asp 


Val 


Met 
105 


Glu 


Thr 


Val 


Pro 


Trp 
110 


Phe 


Pro 


Lys 


Lys 


He 


Ser 


Asp 


Leu 


Asp 


Phe 


Cys 


Ala 


Asn 


Arg 


Val 


Leu 


Leu 


Tyr 


115 










120 










125 








Gly 


Ser 


Glu 


Leu 


Asp 


Ala 


Asp 


His 


Pro 


Gly 


Phe 


Lys 


Asp 


Asn 


Val 


Tyr 


130 










135 










140 










Arg 


Arg 


Arg 


Arg 


Lys 


Tyr 


Phe 


Ala 


Glu 


Leu 


Ala 


Met 


Asn 


Tyr 


Lys 


His 


145 










150 










155 










160 


Gly 


Asp 


Pro 


He 


Pro 


Lys 


He 


Glu 


Phe 


Thr 


Glu 


Glu 


Glu 


He 


Lys 


Thr 






165 










170 










175 




Trp 


Gly 


Thr 


He 


Phe 


Arg 


Glu 


Leu 


Asn 


Lys 


Leu 


Tyr 


Pro 


Thr 


His 


Ala 




180 










185 










190 






Cys 


Arg 


Glu 
195 


Tyr 


Leu 


Arg 


Asn 


Leu 
200 


Pro 


Leu 


Leu 


Ser 


Lys 
205 


Tyr 


Cys 


Gly 


Tyr 


Arg 


Glu 


Asp 


Asn 


He 


Pro 


Gin 


Leu 


Glu 


Asp 


Val 


Ser 


Asn 


Phe 


Leu 


210 










215 










220 










Lys 


Glu 


Arg 


Thr 


Gly 


Phe 


Ser 


He 


Arg 


Pro 


Val 


Ala 


Gly 


Tyr 


Leu 


Ser 


225 










230 










235 










240 


Pro 


Arg 


Asp 


Phe 


Leu 
245 


Ser 


Gly 


Leu 


Ala 


Phe 
250 


Arg 


Val 


Phe 


His 


Cys 
255 


Thr 


Gin 


Tyr 


Val 


Arg 


His 


Ser 


Ser 


Asp 


Pro 


Leu 


Tyr 


Thr 


Pro 


Glu 


Pro 


Asp 






260 










265 










270 






Thr 


Cys 


His 


Glu 


Leu 


Leu 


Gly 


His 


Val 


Pro 


Leu 


Leu 


Ala 


Glu 


Pro 


Ser 




275 










280 










285 








Phe 


Ala 


Gin 


Phe 


Ser 


Gin 


Glu 


He 


Gly 


Leu 


Ala 


Ser 


Leu 


Gly 


Ala 


Ser 



290 295 300 
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Glu 


Glu 


Thr 


Val 


Gin 


Lys 


Leu Ala Thr Cys Tyr Phe 


Phe Thr Val Glu 


305 










310 


315 


320 


Phe 


Gly 


Leu 


Cys 


Lys 


Gin 


Asp Gly Gin Leu Arg Val 


Phe Gly Ala Gly 








325 




330 


335 


Leu 


Leu 


Ser 


Ser 


He 


Ser 


Glu Leu Lys His Ala Leu Ser Gly His Ala 








340 






345 


350 


Lys 


Val 


Lys 


Pro 


Phe 


Asp 


Pro Lys He Ala Cys Lys 


Gin Glu Cys Leu 




355 








360 


365 


lie 


Thr 
370 


Ser 


Phe 


Gin 


Asp 


Val Tyr Phe Val Ser Glu 
375 380 


Ser Phe Glu Asp 


Ala 


Lys 


Glu 


Lys 


Met 


Arg 


Glu Phe Ala Lys Thr Val 


Lys Arg Pro Phe 


385 






390 


395 


400 


Gly 


Leu 


Lys 


Tyr Asn 


Pro 


Tyr Thr Gin Ser Val Gin 


Val Leu Arg Asp 






405 




410 


415 


Thr 


Lys 


Ser 


He 


Thr 


Ser 


Ala Met Asn Glu Leu Arg 


Tyr Asp Leu Asp 






420 






425 


430 


Val 


He 


Ser 


Asp Ala 


Leu 


Ala Arg Val Thr Arg Trp 


Pro Ser Val 






435 








440 


445 



<210> 7 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer, MTPH-874F 
<400> 7 

cacagttcag atcccctcta cact 

<210> 8 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer, MTPH-962R 
<400> 8 

gcaaaactgg gttcagccaa 

<210> 9 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer, MTPH-926T 
<400> 9 

aggagttcat ggcaggtgtc tggctct 
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